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Station of .ode! ~ -Hewing the scheme shown in ^ 2, ^-ingle 

synthesis, all 1024 possible -^^-f^^^^^ereated. The 18 base 
stalk followed by a variable S base extension cutting sites. Hga I 

extension is designed to contain two restriction enzyme cutu g 5 y Not 

23-mer duplexes. These can be cloned by, for .fining the cloned 23-base 

identical arrays of probes. 
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Z'lL c, S e of hiah ^'-'■]"" e n af u ; U |^ i re"o» t tLn r oC'':od even several 
polvnucleotid^seauence will generally c ™ pT ^ sites, e.g., Earl sites. 

ES^nn^yprnFteuclease reco ^-^on/cleavage sites , ^ g ^ ^ & 

As a result, a number of ambiguous ^ e ^ e o ^^ ucleo tide *rr. y. the sequence 
given polynucleotide. Upon V*?™*^*™^ l ^ lement ^^irzft^ 
will hybridize with a number of probes wnic £ . Qn atte rn for the 

captured sequences producing a distinctive g L— pattern of the 
given ££] ynuc.1 eotide sequence ^he specific j^^__ e ambiguous sequences 
SfcLffFfff oHhrcS^siLrarwas^escribed above. 
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